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<212> DNA 

<213> Escherichia coli 

<400> 1 



ctgactctta 


tacacaagta 


gcgtcctgaa 


cggaaccttt 


cccg l l l xcc 


aggaxc tgac 




ttccatgtga 


cctcctaaca 


tggtaacgtt 


catgataact 


tctgctcttc 


atcgtgcggc 


120 


cgactgggct 


aaatctgtgt 


tctcttcggc 


ggcgctgggt 


gatcctcgcc 


gtactgcccg 


180 


cttggttaac 


gtcgccgccc 


aattggcaaa atattctggt 


aaatcaataa 


ccatctcatc 


240 


agagggtagt 


gaagccatgc 


aggaaggcgc 


ttaccgattt 


taccgcaatc 


ccaacgtttc 


300 


tgccgaggcg 


atcagaaagg 


ctggcgccat 


gcaaacagtc 


aagttggctc 


aggagtttcc 


360 


cgaactgctg 


gccattgagg 


acaccacctc 


tttgagttat 


cgccaccagg 


tcgccgaaga 


420 


gcttggcaag 


ctgggctcta 


ttcaggataa 


atcccgcgga 


tggtgggttc 


actccgttct 


480 


cttgctcgag 


gccaccacat 


tccgcaccgt aggattactg 


catcaggagt 


ggtggatgcg 


540 


cccggatgac 


cctgccgatg 


cggatgaaaa 


ggagagtggc 


aaatggctgg 


cagcggccgc 


600 


aactagccgg 


ttacgcatgg 


gcagcatgat gagcaacgtg 


attgcggtct 


gtgaccgcga 


660 


agccgatatt 


catgcttatc 


tgcaggacag 


gctggcgcat 


aacgagcgct 


tcgtggtgcg 


720 


ctccaagcac 


ccacgcaagg 


acgtagagtc 


tgggttgtat 


ctgatcgacc 


atctgaagaa 


780 


ccaaccggag 


ttgggtggct 


atcagatcag 


cattccgcaa 


aagggcgtgg 


tggataaacg 


840 


cggtaaacgt 


aaaaatcgac 


cagcccgcaa ggcgagcttg 


agcctgcgca 


gtgggcgcat 


900 


cacgctaaaa 


caggggaata 


tcacgctcaa 


cgcggtgctg 


gccgaggaga 


ttaacccgcc 


960 


caagggtgag 


accccgttga 


aatggttgtt 


gctgaccggc 


gaaccggtcg 


agtcgctagc 


1020 


ccaagccttg 


cgcgtcatcg 


acatttatac 


ccatcgctgg 


cggatcgagg 


agttccataa 


1080 
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ggcatggaaa 


accggagcag 


gagccgagag 


gcaacgcatg 


gaggagccgg 


ataatctgga 


1140 


gcggatggtc 


tcgatcctct 


cgtttgttgc 


ggtcaggctg 


ttacagctca 


gagaaagctt 


1200 


cacgctgccg 


caagcactca 


gggcgcaagg 


gctgctaaag 


gaagcggaac 


acgtagaaag 


1260 


ccagtccgca 


gaaacggtgc 


tgaccccgga 


tgaatgtcag 


ctactgggct 


atctggacaa 


1320 


gggaaaacgc 


aagcgcaaag 


agaaagcagg 


tagcttgcag 


tgggcttaca 


tggcgatagc 


1380 


tagactgggc 


ggttttatgg 


acagcaagcg 


aaccggaatt 


gccagctggg 


gcgccctctg 


1440 


gtaaggttgg 


gaagccctgc 


aaagtaaact 


ggatggcttt 


cttgccgcca 


aggatctgat 


1500 


ggcgcagggg 


atcaagatct 


gatcaagaga 


caggatgagg 


atcgtttcgc 


atgattgaac 


1560 


aagatggatt 


gcacgcaggt 


tctccggccg 


cttgggtgga 


gaggctattc 


ggctatgact 


1620 


gggcacaaca 


gacaatcggc 


tgctctgatg 


ccgccgtgtt 


ccggctgtca 


gcgcaggggc 


1680 


gcccggttct 


ttttgtcaag 


accgacctgt 


ccggtgccct 


gaatgaactg 


caggacgagg 


1740 


cagcgcggct 


atcgtggctg 


gccacgacgg 


gcgttccttg 


cgcagctgtg 


ctcgacgttg 


1800 


tcactgaagc 


gggaagggac 


tggctgctat 


tgggcgaagt 


gccggggcag 


gatctcctgt 


1860 


catctcacct 


tgctcctgcc 


gagaaagtat 


ccatcatggc 


tgatgcaatg 


cggcggctgc 


1920 


atacgcttga 


tccggctacc 


tgcccattcg 


accaccaagc 


gaaacatcgc 


atcgagcgag 


1980 


cacgtactcg 


gatggaagcc 


ggtcttgtcg 


atcaggatga 


tctggacgaa 


gagcatcagg 


2040 


ggctcgcgcc 


agccgaactg 


ttcgccaggc 


tcaaggcgcg 


catgcccgac 


ggcgaggatc 


2100 


tcgtcgtgac 


ccatggcgat 


gcctgcttgc 


cgaatatcat 


ggtggaaaat 


ggccgctttt 


2160 


ctggattcat 


cgactgtggc 


cggctgggtg 


tggcggaccg 


ctatcaggac 


atagcgttgg 


2220 


ctacccgtga 


tattgctgaa 


gagcttggcg 


gcgaatgggc 


tgaccgcttc 


ctcgtgcttt 


2280 


acggtatcgc 


cgctcccgat 


tcgcagcgca 


tcgccttcta 


tcgccttctt 


gacgagttct 


2340 


tctgagcggg 


actctggggt 


tcgaaatgac 


cgaccaagcg 


acgcccaacc 


tgccatcacg 


2400 


agatttcgat 


tccaccgccg 


ccttctatga 


aaggttgggc 


ttcggaatcg 


ttttccggga 


2460 


cgccggctgg 


atgatcctcc 


agcgcgggga 


tctcatgctg 


gagttcttcg 


cccaccccgg 


2520 


gctcgatccc 


ctcgcgagtt 


ggttcagctg 


ctgcctgagg 


ctggacgacc 


tcgcggagtt 


2580 


ctaccggcag 


tgcaaatccg 


tcggcatcca 


ggaaaccagc 


agcggctatc 


cgcgcatcca 


2640 


tgcccccgaa 


ctgcaggagt 


ggggaggcac 


gatggccgct 


ttggtcgacc 


cggacgggac 


2700 


gctcctgcgc 


ctgatacaga 


acgaattgct 


tgcaggcatc 


tcatgagtgt 


gtcttcccgt 


2760 


tttccgcctg 


aggtcactgc 


gtggatggag 


cgctggcgcc 


tgctgcgcga 


cggcgagctg 


2820 


ctcaccaccc 


actcgagctg 


gatacttccc 


gtccgccagg 


gggacatgcc 


ggcgatgctg 


2880 


aaggtcgcgc 


gcattcccga 


tgaagaggcc 


ggttaccgcc 


tgttgacctg 


gtgggacggg 


2940 


cagggcgccg 


cccgagtctt 


cgcctcggcg 


gcgggcgctc 
Page 


tgctcatgga 
2 


gcgcgcgtcc 


3000 
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ggggccgggg 


accttgcaca gatagcgtgg 


tccggccagg 


acgacgaggc 


ttgcaggatc 


3060 


ctctgcgaca 


ccgccgctcg 


tctgcacgcg 


ccgcggtccg 


gaccgccgcc 


cgatctccat 


3120 


ccgctacagg 


aatggttcca gccgcttttc 


cggttggccg 


ctgagcacgc 


ggcacttgcg 


3180 


cccgccgcca 


gcgtagcgcg 


ccaacttctg 


gcggcgccgc 


gcgaggtgtg 


cccgctccac 


3240 


ggcgacctgc 


accacgagaa 


cgtgctcgac 


ttcggcgacc 


gcggctggct 


ggccatcgac 


3300 


ccgcacggac 


tgctcggcga gcgcaccttc 


gactatgcca 


acatcttcac 


gaatcccgat 


3360 


ctcagcgacc 


ccggtcgccc 


gcttgcgatc 


ctgccgggca 


ggctggaggc 


tcgactcagc 


3420 


attgtggtcg 


cgacgaccgg 


gtttgagccc 


gaacggcttc 


ttcgctggat 


cattgcatgg 


3480 


acgggcttgt 


cggcagcctg 


gttcatcggc 


gacggcgacg 


gcgagggcga 


gggcgctgcg 


3540 


attgatctgg 


ccgtaaacgc 


catggcacgc 


cggttgcttg 


actagcgcgg 


tcaccgatct 


3600 


cacctggtcg 


tcgagctagg 


tcaggccgtg 


tcgggcgtga 


tccgctggaa 


gtcgttgcgg 


3660 


gccacacccg 


ccgcctcgaa gccctgcacc 


aggccggcat 


cgtggtgtgc 


gtggccgagg 


3720 


gactatggaa 


ggtgccggac 


gatctgcccg 


agcagggccg 


ccgctatgac 


gcccagcgtc 


3780 


ttggtggcgt 


gacggtggag 


ctgaaatcgc 


acctgcccat 


cgagcggcag 


gcccgcgtga 


3840 


tcggtgccac 


ctggcttgac 


cagcagttga 


tcgacggtgg 


ctcgggcttg 


ggcgacctgg 


3900 


gctttagcag 


tgaggccaag 


taggcgatac 


agcagcgcgc 


ggacttcctg 


gccgaacagg 


3960 


gactggccga 


gcggcgcggg 


cagcgcgtga 


tcctcaccgg 


aatctgctcg 


gcagcagcgg 


4020 


gctcgggaac 


tggcgcaggc 


cgcgaaggac 


attgccgccg 


ataccggcct 


ggagcatcgc 


4080 


cccgtggccg 


acggccagcg 


cgttgccggc 


gtctaccggc 


gccccgtcat 


gctcgccagc 


4140 


gggcgaaatg 


ggatgcttga 


tgacgccaag 


gggtccagcc 


tcgtgcggtg 


gaagcccatc 


4200 


gaacagcggc 


ttggggagca gctcgccgcg 


acggtgcgcg 


gtggcggcgt 


gtcttgggag 


4260 


attggacgac 


agcgtgggcc 


ggcccctgtc 


tcttgatcag 


atcttgatcc 


cctgcgccat 


4320 


cagatccttg 


gcggcaagaa 


agccatccag 


tttactttgc 


agggcttccc 


aaccttccca 


4380 


gagggcgccc 


cagctggcaa 


ttccggttcg 


cttgctgtcc 


ataaaaccgc 


ccagtctagc 


4440 


tatcgccatg 


taagcccact 


gcaagctacc 


tgctttctct 


ttgcgcttgc 


gttttccctt 


4500 


gtccagatag 


cccagtagct 


gacattcatc 


cggggtcagc 


accgtttctg 


cggactggct 


4560 


ttctacgtgt 


tccgcttcct 


ttagcagccc 


ttgcgccctg 


agtgcttgcg 


gcagcgtgaa 


4620 


gctttctctg 


agctgtaaca 


gcctgaccgc 


aacaaacgag 


aggatcgaga 


ccatccgctc 


4680 


cagattatcc 


ggctcctcca 


tgcgttgcct 


ctcggctcct 


gctccggttt 


tccatgcctt 


4740 


atggaactcc 


tcgatccgcc 


agcgatgggt 


ataaatgtcg 


atgacgcgca 


aggcttgggc 


4800 


tagcgactcg 


accggttcgc 


cggtcagcaa 


caaccatttc 
Page 
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cacccttggg 
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cgggttaatc 


tcctcggcca 


gcaccgcgtt 


gagcgtgata 


ttcccctgtt 


ttagcgtgat 


4920 


gcgcccactg 


cgcaggctca 


agctcgcctt 


gcgggctggt 


cgatttttac 


gtttaccgcg 


4980 


tttatccacc 


acgccctttt 


gcggaatgct 


gatctgatag 


ccacccaact 


ccggttggtt 


5040 


cttcagatgg 


tcgatcagat 


acaacccaga 


ctctacgtcc 


ttgcgtgggt 


gcttggagcg 


5100 


caccacgaag 


cgctcgttat 


gcgccagcct 


gtcctgcaga 


taagcatgaa 


tatcggcttc 


5160 


gcggtcacag 


accgcaatca 


cgttgctcat 


catgctgccc 


atgcgtaacc 


ggctagttgc 


5220 


ggccgctgcc 


agccatttgc 


cactctcctt 


ttcatccgca 


tcggcagggt 


catccgggcg 


5280 


catccaccac 


tcctgatgca 


gtaatcctac 


ggtgcggaat 


gtggtggcct 


cgagcaagag 


5340 


aacggagtga 


acccaccatc 


cgcgggattt 


atcctgaata 


gagcccagct 


tgccaagctc 


5400 


ttcggcgacc 


tggtggcgat 


aactcaaaga 


ggtggtgtcc 


tcaatggcca 


gcagttcggg 


5460 


aaactcctga 


gccaacttga 


ctgtttgcat 


ggcgccagcc 


tttctgatcg 


cctcggcaga 


5520 


aacgttggga 


ttgcggtaaa 


atcggtaagc 


gccttcctgc 


atggcttcac 


taccctctga 


5580 


tgagatggtt 


attgatttac 


cagaatattt 


tgccaattgg 


gcggcgacgt 


taaccaagcg 


5640 


ggcagtacgg 


cgaggatcac 


ccagcgccgc 


cgaagagaac 


acagatttag 


cccagtcggc 


5700 


cgcacgatga 


agagcagaag 


ttatcatgaa 


cgttaccatg 


ttaggaggtc 


acatggaagt 


5760 


cagatcctgg 


aaaacgggaa 


aggttccgtt 


caggacgcta 


cttgtgtata 


agagtcag 


5818 



<210> 2 
<211> 476 
<212> PRT 

<213> Escherichia coli 
<400> 2 

Met lie Thr ser Ala Leu His Arg Ala Ala Asp Trp Ala Lys ser val 
15 10 15 

Phe Ser Ser Ala Ala Leu Gly Asp Pro Arg Arg Thr Ala Arg Leu val 
20 25 30 

Asn val Ala Ala Gin Leu Ala Lys Tyr Ser Gly Lys Ser lie Thr lie 
35 40 45 

Ser Ser Glu Gly Ser Glu Ala Met Gin Glu Gly Ala Tyr Arg Phe Tyr 
50 55 60 

Arg Asn Pro Asn val Ser Ala Glu Ala lie Arg Lys Ala Gly Ala Met 
65 70 75 80 

Gin Thr val Lys Leu Ala Gin Glu Phe Pro Glu Leu Leu Ala lie Glu 
85 90 95 

Asp Thr Thr Ser Leu Ser Tyr Arg His Gin val Ala Glu Glu Leu Gly 
100 105 110 

Lys Leu Gly Ser lie Gin Asp Lys Ser Arg Gly Trp Trp val His Ser 
115 120 125 
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val Leu Leu Leu Glu Ala Thr Thr Phe Arg Thr val Gly Leu Leu His 
130 135 140 

Gin Glu Trp Trp Met Arg Pro Asp Asp Pro Ala Asp Ala Asp Glu Lys 
145 150 155 160 

Glu Ser Gly Lys Trp Leu Ala Ala Ala Ala Thr Ser Arg Leu Arg Met 
165 170 175 

Gly Ser Met Met Ser Asn val lie Ala val Cys Asp Arg Glu Ala Asp 
180 185 190 

lie His Ala Tyr Leu Gin Asp Arg Leu Ala His Asn Glu Arg Phe val 
195 200 205 

val Arg Ser Lys His Pro Arg Lys Asp Val Glu Ser Gly Leu Tyr Leu 
210 215 220 

lie Asp His Leu Lys Asn Gin Pro Glu Leu Gly Gly Tyr Gin lie Ser 
225 230 235 240 

He Pro Gin Lys Gly Val val Asp Lys Arg Gly Lys Arg Lys Asn Arg 
245 250 255 

Pro Ala Arg Lys Ala Ser Leu Ser Leu Arg Ser Gly Arg lie Thr Leu 
260 265 270 

Lys Gin Gly Asn lie Thr Leu Asn Ala val Leu Ala Glu Glu lie Asn 
275 280 285 

Pro Pro Lys Gly Glu Thr Pro Leu Lys Trp Leu Leu Leu Thr Gly Glu 
290 295 300 

Pro val Glu Ser Leu Ala Gin Ala Leu Arg val lie Asp lie Tyr Thr 
305 310 315 320 

His Arg Trp Arg lie Glu Glu Phe His Lys Ala Trp Lys Thr Gly Ala 
325 330 335 

Gly Ala Glu Arg Gin Arg Met Glu Glu Pro Asp Asn Leu Glu Arg Met 
340 345 350 

val Ser lie Leu Ser Phe val Ala val Arg Leu Leu Gin Leu Arg Glu 
355 360 365 

Ser Phe Thr Leu Pro Gin Ala Leu Arg Ala Gin Gly Leu Leu Lys Glu 
370 375 380 

Ala Glu His val Glu Ser Gin Ser Ala Glu Thr val Leu Thr Pro Asp 
385 390 395 400 

Glu Cys Gin Leu Leu Gly Tyr Leu Asp Lys Gly Lys Arg Lys Arg Lys 
405 410 415 

Glu Lys Ala Gly Ser Leu Gin Trp Ala Tyr Met Ala lie Ala Arg Leu 
420 425 430 

Gly Gly Phe Met Asp Ser Lys Arg Thr Gly lie Ala Ser Trp Gly Ala 
435 440 445 

Leu Trp Glu Gly Trp Glu Ala Leu Gin Ser Lys Leu Asp Gly Phe Leu 
450 455 460 
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Ala Ala Lys Asp Leu Met Ala Gin Gly lie Lys lie 
465 470 475 

<210> 3 

<211> 30 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Defined sequence kernel 
<220> 

<221> mi sc_feature 

<222> (1)..(30) 

<223> n is A, T, G, or C 

<400> 3 

nnknnknnkn nknnknnknn knnknnknnk 30 

<210> 4 

<211> 30 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Defined sequence kernel 
<220> 

<221> mi sc_feature 

<222> (1)..(30) 

<223> n is A, T, G, or C 

<400> 4 

nnmnnmnnmn nmnnmnnmnn mnnmnnmnnm 30 

<210> 5 

<211> 5 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Antibody spacer peptide. The entire peptide sequence can be 
repeated more than one time 

<400> 5 

Gly Gly Gly Gly Ser 
1 5 

<210> 6 
<211> 14 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Tetradecanucleotide d 
<400> 6 

catgccatgg catg 14 
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<210> 7 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> 21-mer d 
<400> 7 

aaattgtgca catcctgcag c 



<210> 8 

<211> 12 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> 12-mer target DNA 

<400> 8 
agcctagctg aa 



<210> 9 

<211> 12 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Complement of the original 12-mer target 

<400> 9 
tcggatcgac tt 



<210> 10 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Target sequence 
<220> 

<221> VARIANT 

<222> (3).. (3) 

<223> xaa is any Amino Acid 

<400> 10 

Tyr Tyr xaa Tyr 
1 

<210> 11 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Single base mismatched probe 
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<400> 11 

Tyr Tyr Tyr Tyr 
1 

<210> 12 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> 4-mer extemtion probe 
<220> 

<221> VARIANT 

<222> (2).. (2) 

<223> Xaa is any Amino Acid 

<400> 12 

Tyr xaa Tyr Tyr 
1 

<210> 13 

<211> 10 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> BstNB I cleaves btw. nucleotide 9 & 10 of target sequence 
<220> 

<221> misc_feature 

<222> (6) . . (10) 

<223> n is any nucleotide 

<400> 13 
gagtcnnnnn 



<210> 14 

<211> 223 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Forward primer 
<220> 

<221> misc_feature 

<222> (1)..(223) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 

<222> (1) . . (10) 

<223> at least one nt. of nt. 1-10 is present 
<220> 

<221> misc_feature 

<222> (21) . . (120) 

<223> at least one nt. of nt. 21-120 is present 
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<220> 

<221> miscfeature 
<222> (124).. (223) 

<223> nt. 124-223 are optionally present 
<400> 14 

nnnnnnnnnn aagggaggag nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 120 
atgnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnn 223 

<210> 15 

<211> 215 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Revers primer 
<220> 

<221> mi sc_feature 

<222> (1)..(215) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 
<222> (1) . . (10) 

<223> at least one nt. of nt. 1-10 is present 
<220> 

<221> misc_feature 
<222> (16) . . (115) 

<223> at least one nt. of 16-115 is present 
<220> 

<2 2 1> mi sc_f eat u re 
<222> (116) . . (215) 

<223> nt. 116-215 are optionally present 
<400> 15 

nnnnnnnnnn aagggnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 120 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 180 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnn 215 

<210> 16 

<211> 123 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Forward primer with 10-100 template specific sequence 
<220> 

<221> mi sc_feature 
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<222> (24).. (123) 

<223> n is any nucleotide 

<220> 

<221> misc_feature 
<222> (34).. (123) 

<223> nt. 34-123 are each optionally present 
<400> 16 

ctagaagaga ggagaaaacc atgnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 120 
nnn 123 

<210> 17 

<211> 121 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Reverse primer with 10-100 nt long template specific sequence 
<220> 

<221> mi sc_f eature 

<222> (22).. (121) 

<223> n is any nucleotide 

<220> 

<221> mi sc_f eature 
<222> (32). .(121) 

<223> nt. 32-121 are each optionally present 
<400> 17 

gatcaaaggc gcgcctgcag gnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 
nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 120 
n 121 

<210> 18 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Forward primer 

<400> 18 

ctagaaggga ggagaaaacc atg 23 

<210> 19 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Reverse primer 

<400> 19 
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gatcaaaggc gcgcctgcag g 21 

<210> 20 
<211> 15 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Linker peptide 
<400> 20 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 
15 10 15 

<210> 21 
<211> 150 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template 124-2d 
<400> 21 

aatggacaag aaacgtgtcc gtgtgtacaa cgcggagatg gcctatgtcg acacgggcca 60 
gggtgattcc gttctgtttc ttcacggcaa cccgacgtcg tcgtatctgt ggaggggcgt 120 
aatgcctttt gtgacggacg tcgcccgatg 150 

<210> 22 
<211> 149 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template 12412 
<400> 22 

atggagaaac accgcgtaga agttctcggt tcggagatgg cctacatcga cgtgggagag 60 
ggcgacccga tcgtgttcct ccacggaaat cccacgtcgt cgtacctgtg gcggaacgtg 120 
attccccacg ttgccggctt gggacgctg 149 

<210> 23 
<211> 150 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template 124-ld 
<400> 23 

acacgacaag cgctacatcg aggtgctggg taagcgaatg gcctatgtcg agatgggcga 60 
gggtgatccc atcattttcc aacacggcaa tccgacctca tcgtacctgt ggcgcaacat 120 
catgccccat gtgcaacagc tcggtcgctg 150 
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<210> 24 
<211> 150 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template mycol 
<400> 24 

cgggcagccg aagtacctag aaatcgccgg gaagcgcatg gcgtatatcg acgaaggcaa 60 
gggtgacgcc atcgtctttc agcacggcaa ccccacgtcg tcttacttgt ggcgcaacat 120 
catgccgcac ttggaagggc tgggccggct 150 

<210> 25 
<211> 150 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template b3 
<400> 25 

ctacccaaaa tttcggcggt cggtcttcgg ccgcgagatg gcgtacgtgg aagtgggacg 60 
gggcgacccc atcgtactct tgcacggcaa ccccacctcg tcgtacctct ggcgcaacgt 120 
gttgccgcac ctggcgccgt taggccgctg 150 

<210> 26 
<211> 150 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template bl 
<400> 26 

gcatccgaga aagcggatcg ccgtgctcga ttcggagatg agctacgtcg ataccggcga 60 
gggagcgccg atcgtgttcc ttcacggcaa cccgacttcc tcctatcttt ggcgcaacat 120 
catcccctat ctcgcggatc acggcagatg 150 

<210> 27 
<211> 146 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template 15112 
<400> 27 

atgccagcga ttgagctatt ggattcgttc atgaactacc gcgacacggg cgtcggcgat 60 

cttcccgtcg tgttcctgca cggcaacccc acgtcgtctc acgtctggcg caacgtgatc 120 

ccgcacgtcg ctggccagca ccggtg 146 
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<210> 28 
<211> 150 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Protogenitor template rhod2 
<400> 28 

cccccattat gtggaagtcc tgggcgagcg tatgcactac gtcgatgttg gaccgcggga 60 
tggcacgcct gtgctgttcc tgcacggtaa cccgacctcg tcctacctgt ggcgcaacat 120 
catcccgcat gtagcaccga gtcatcggtg 150 

<210> 29 

<211> 35 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Consensus sequence 

<400> 29 

aggctttcac ggaaccactc tcattgggct tcctg « 

<210> 30 

<211> 100 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Derived nucleic acid building block sequence 



60 
100 



<400> 30 

ccgtgaggtc ggccacgccc ggggggaaag ccagaaggta tgaagtctgg cgccaggcgg 
gcttcgttcg acagtacaat cgatcaatta atggttcgag 

<210> 31 

<211> 1044 

<212> DNA 

<213> Artificial sequence 

<223> polynucleotide progenitor template 150aml3_00 

<400> 31 „ 
catgatgcac ggcgatattt catcgagcaa tgacacggtc ggcgttgccg tcgtgaacta 60 

caagatgcct cgccttcata ccaaggcgga ggttttagcg aacgccagaa agatcggcga 120 

gatgatcgtc ggcatgaaga ccggcctgcc cggaatggat ctggtgatct tcccggaata 180 

ttcgacccac ggcatcatgt acgactccaa ggaaatgtac gataccgcgt ccgtcgtgcc 240 

cggcgaggag accgagattt ttgccgaagc ctgccgcaag gcgaaagtct ggggcgtgtt 300 
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ctcgctcacc 


ggcgaacgtc 


acgaggaaca tccgaagaag 


gcgccctaca 


acacgctgat 


360 


cctgatgaac 


gacaagggcg 


aggtggtcca gaaataccgc 


aagatcatgc 


cgtgggttcc 


420 


gatcgagggc 


tggtaccccg 


gcaactgcac ctacgtctcc 


gacgggccga 


agggcatgaa 


480 


ggtttcgctg 


atcatctgcg 


atgacggcaa ctatccggaa 


atctggcgcg 


actgcgccat 


540 


gaagggcgcc 


gagctgatcg 


tgcgctgcca gggctacatg 


tatccggcca 


aggaccagca 


600 


ggtcatcatg 


gcgaaggcga 


tggcgtgggc gaataattgt 


tacgtcgcgg 


tttccaatgc 


660 


cgcgggcttc 


gatggcgtct 


attcgtattt cggccactcg 


gcgatcatcg 


gcttcgatgg 


720 


ccgcacgctc 


ggcgaatgcg 


gcgaggaaga atacggcatc 


cagtatgccc 


agctttcgaa 


780 


gatgctgatc 


cgcgacgccc 


gccgcaccgg acaatcggaa 


aaccatctct 


tcaagctggt 


840 


gcatcgtggc 


tacaccgggt 


tgatcaactc cggcgagggc 


gaccgcggtc 


tcgcggcctg 


900 


tccttatgag 


ttctacaaca 


aatggatcgc cgatccggaa 


ggcacccgcg 


aaatggtcga 


960 


gtcctttacc 


cggccgacgg 


tgggaaccga tgaagcgccc 


atcgaaggca 


tcccgaacaa 


1020 


ggtcgcggtg 


caccgctgaa 


agct 






1044 



<210> 32 

<211> 1044 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Polynucleotide progenitor template 150am7_001 



<400> 32 
catgcatcac 


ggcgacattt 


catcgagcaa tgacacggtc 


ggcgttgccg 


tcgtgaacta 


60 


caagatgccg 


cggcttcaca 


ccaaggctga ggtgctggcc 


aactgccgca 


agatcgccga 


120 


catgctggtc 


ggcatgaaga 


gcggcctgcc gggaatggat 


ctggtgatct 


tcccggaata 


180 


ttccacccac 


ggcatcatgt 


acgactccaa ggagatgtac 


gacacggcgt 


cgacggtgcc 


240 


gggtgaagag 


accgagattt 


tcgccgaggc ctgccgcaag 


gccaaggtct 


ggggcgtgtt 


300 


ctcgctgacc 


ggcgagcgcc 


acgaggagca tcccaataaa 


gcgccgtaca acaccctgat 


360 


cctgatgaac 


gacaagggtg 


aagtcgttca gaaatatcgc 


aagatcatgc 


cgtgggtgcc 


420 


gatcgaaggc 


tggtatcccg 


gcaactgcac gtacgtctcc 


gaaggcccga agggcatgaa 


480 


gatgtcgctg 


atcatctgcg 


acgacggcaa ctacccggaa 


atctggcgtg 


actgcgcgat 


540 


gaagggcgcc 


gaactgatca 


tccgctgcca gggctacatg 


tatcccgcca 


aggatcagca 


600 


ggtgctgatg 


gcgaaagcaa 


tggcctgggc caacaacgtt 


tatgtcgcgg 


tcgccaatgc 


660 


ctcgggcttc 


gacggcgtct 


actcgtattt cggccattcg 


gcgatcatcg 


gcttcgacgg 


720 


ccgtaccctc 


ggcgaatgcg 


gcgaggagga ttatggcatc 


cagtatgccg 


ccatctccaa 


780 


gtcgctgatc 


cgcgacgcgc 


gccgcaccgg ccaatcggaa 
Page 


aaccatctct 
14 


tcaagctggt 


840 
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gcaccgtggc 


tacaccggca tgatcaattc 


cggcgagggc 


gaccgcggtg 


tcgcggcttg 


900 


cccgtatgat ttctattcga aatggatcgc 


cgatcccgag 


ggtacacgcg 


agatggtgga 


960 


atccttcacg 


cgtccgacgg 


tgggtgtgga 


ggaatgcccg 


atcgagggca 


ttccgaacaa 


1020 


ggccaccacg 


caccgctgaa agct 
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<210> 33 
<211> 1044 
<212> DNA 

<213> Artificial sequence 










<220> 

<223> Polynucleotide 


progenitor 


template 431am7_002 






<400> 33 
catgagacac 


ggagatatct 


r raocaoraa 


cgattgcgtg 


ggcgtggccg 


tcgtgaacta 


60 


caagatgccg 


cggctgcata 


CCCQCQCQQtl 


ggtgatggag 


aacgcccgca agatcgccga 


120 


catggtcgtg 


ggcatgaagc 


QCQQCCtQCC 


cggcatggac 


ctggtcatct 


tccccgagta 


180 


ctccacccac 


ggcatcatgt 




ggaaatgtac 


gaaaccgctt 


cggccattcc 


240 


gggcgaagag 


actgctgtgt 




ctgccgcaag 


gccaacgtat 


ggggcgtgtt 


300 


ttcgctgacg 


ggcgagcgcc 


acaaaaaaca 


cccgaacaag 


gcgccgtaca acacgctcat 


360 


cctgatgaac 


aacaagggcg 


agatcgtgca 


gaagtaccgc 


aagatcatgc 


cctgggtgcc 


A ">A 

420 


gatcgaaggc 


tggtatccgg 


gcgattgcac 


ctatgtgtcg 


gaaggcccca agggactgaa 


480 


gatcagcctc 


atcatctgcg 


acgacggcaa 


ttaccccgag 


atctggcgcg 


attgcgccat 


540 


gcgcggcgcc 


gagctgatcg 


tgcgttgcca 


gggatacatg 


tacccggcca 


aggaccagca 


600 


ggtcatggtg 


tccaaggcca 


tggcgtggat 


gaacaacgtc 


tacgtggcgg 


tggccaatgc 


boO 


cgcgggcttc 


gacggcgtgt 


attcctactt 


cggccattcg 


gccatcatcg 


gcttcgacgg 


720 


ccgcacgctg 


ggcgaatgcg 


gtgaagaaga 


catgggcgtg 


cagtacgccg 


agctctccac 


T O A 

780 


cagcctgatc 


cgcgacgcgc 


gcaagaacat 


gcagtcgcag 


aaccacttgt 


tcaagctggt 


840 


gcaccgcggc 


tacaccggca 


agatcaattc 


cggcgaagag 


gccaccggcg 


tcgcggcatg 


900 


cccgtacaac 


ttctacgcca 


actggatcaa 


cgatccggag 


ggcacgcgca agatggtcga 


960 


atccttcacc 


cggtccaccg 


tgggcacgcc 


ggagtgcccc 


atggacggca tccccaacga 


1020 


ggacgccaag 


caccgctaga 


agct 








1044 
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